In the title compound, C 16 H 10 ClNO 2 , the dihedral angle between the quinoline ring system and the benzene ring is 14.7 (5) . The carboxylate group is twisted from the mean planes of the quinoline ring system and the benzene ring by 17.7 (5) and 32.1 (4) , respectively. In the crystal, inversion dimers are formed with the molecules linked by pairs of weak C-HÁ Á ÁO interactions arising from an activated aromatic C atom adjacent to the C-Cl bond, generating R 2 2 (14) loops.
Related literature
For related structures, see : Fazal et al. (2012) ; Butcher et al. (2007) ; Jing & Qin (2008) ; Jasinski et al. (2010) .
Experimental
Crystal data Table 1 Hydrogen-bond geometry (Å , ). 4-Chlorophenyl quinoline-2-carboxylate E. Fazal, Manpreet Kaur, B. S. Sudha, S. Nagarajan and Jerry P. Jasinski
Comment
The crystal structures of 4-methylphenyl quinoline-2-carboxylate (Fazal et al.,2012) , 1-(quinolin-2-yl)ethanone (Butcher et al., 2007) and methyl quinoline-2-carboxylate (Jing & Qin, 2008) and the synthesis, crystal structures and theoretical studies of four Schiff bases derived from 4-hydrazinyl-8-(trifluoromethyl) quinoline (Jasinski et al., 2010) have been reported. As part of our studies in this area, we now report the crystal structure of the title compound, (I), C 16 H 10 ClNO 2 .
The dihedral angle between the mean planes of the quinoline ring and the phenyl ring is 14.7 (5)8° (Fig. 1) . The mean plane of the carboxylate group is twisted from the mean planes of the quinoline ring and phenyl ring by 17.7 (5)ånd 32.1 (4)°, respectively. In the crystal, weak C13-H13···O1 intermolecular interactions link the molecules into dimers forming R 2 2 (14) graph set motifs (Fig. 2 ).
Experimental
To a mixture of 1.73 g (10 mmole) of quinaldic acid and 1.28 g (10 mmole) of 4-chlorophenol in a round-bottomed flask fitted with a reflex condenser with a drying tube was added 0.75 g (5 mmole) of phosphorous oxychloride. The mixture was heated with occasional swirling, and temperature maintained at 353-363 K. At the end of eight hours the reaction mixture was poured in to a solution of 2 g of sodium bicarbonate in 25 ml of water. The precipitated ester was collected on a filter and washed with water (yield = 2.70 g (90%). Irregula colourless crystals were obtained by recrystallization from absolute ethanol solution ( M.P.: 386 K).
Refinement
All of the H atoms were placed in their calculated positions and then refined using the riding model with Atom-H lengths of 0.93Å (CH). Isotropic displacement parameters for these atoms were set to 1.2 (CH) times U eq of the parent atom.
Computing details
Data collection: CrysAlis PRO (Agilent, 2012 ); cell refinement: CrysAlis PRO (Agilent, 2012) ; data reduction: CrysAlis RED (Agilent, 2012 ); program(s) used to solve structure: SUPERFLIP (Palatinus & Chapuis, 2007 ); program(s) used to refine structure: SHELXL2012 (Sheldrick, 2008) ; molecular graphics: OLEX2 (Dolomanov et al., 2009) ; software used to prepare material for publication: OLEX2 (Dolomanov et al., 2009 ORTEP drawing of (I) showing 50% probability displacement ellipsoids. Geometry. All esds (except the esd in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell esds are taken into account individually in the estimation of esds in distances, angles and torsion angles; correlations between esds in cell parameters are only used when they are defined by crystal symmetry. An approximate (isotropic) treatment of cell esds is used for estimating esds involving l.s. planes. 
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